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The rewarding effect of alcohol is mainly mediated by the mesolimbic dopamine system, including
the amygdala (AMY), the hippocampus (HIP), the nucleus accumbens (NAc), the prefrontal cortex
(PFC), and the ventral tegmental area (VTA). Alcohol consumption may alter the epitranscriptome
of these brain regions. Our recent study demonstrated epitranscriptomic changes in postmortem
NAc of subjects with alcohol use disorder (AUD). This study further investigated RNA N°-
methyladenosine (m°A) modifications in postmortem AMY, HIP, PFC, and VTA of 12 European
AUD subijects by comparing them to 12 matched control European subjects using the Arraystar
m6A Single Nucleotide Array assay, detecting 9,274 m°PACA sites across the epitranscriptome. In
the AMY, 116 m°ACA sites (103 mRNAs/7 ncRNAs) were differentially methylated
(P<0.05&|FC|=1.5), and the top pathways overrepresented by differentially methylated mRNAs
included Wnt Signaling, TGF-beta Signaling, and Axon Guidance. In the HIP, 147 m°ACA sites
(142 mRNAs/6 ncRNAs) were differentially methylated (P<0.05&|FC|=1.5), and the top pathways
overrepresented by differentially methylated mRNAs included TGF-beta Signaling, Toll-like
receptor Signaling, and NF-kappa B Signaling. In the PFC, 401 m°ACA sites (365 mRNAs/9
ncRNAs) were differentially methylated (P<0.05&|FC|=1.5), and the top pathways
overrepresented by differentially methylated mRNAs included Rap1 Signaling, Axon Guidance,
and NF-kappa B Signaling. Finally, in the VTA, 881 m°ACA sites (722 mRNAs/21 ncRNAs) were
differentially methylated (P<0.05&|FC|=1.5), and the top pathways overrepresented by
differentially methylated mRNAs included MAPK Signaling, NF-kappa B Signaling, and Rap1
signaling. In summary, alcohol consumption may alter the epitranscriptome of reward-related
brain regions, leading altered gene expression and behavioral neuroadaptation to alcohol.


mailto:huipingz@bu.edu



Accessibility Report



		Filename: 

		Zhang, Huiping.pdf






		Report created by: 

		VNelson


		Organization: 

		Synergy Enterprises, Inc





 [Personal and organization information from the Preferences > Identity dialog.]


Summary


The checker found no problems in this document.



		Needs manual check: 0


		Passed manually: 2


		Failed manually: 0


		Skipped: 1


		Passed: 29


		Failed: 0





Detailed Report



		Document




		Rule Name		Status		Description


		Accessibility permission flag		Passed		Accessibility permission flag must be set


		Image-only PDF		Passed		Document is not image-only PDF


		Tagged PDF		Passed		Document is tagged PDF


		Logical Reading Order		Passed manually		Document structure provides a logical reading order


		Primary language		Passed		Text language is specified


		Title		Passed		Document title is showing in title bar


		Bookmarks		Passed		Bookmarks are present in large documents


		Color contrast		Passed manually		Document has appropriate color contrast


		Page Content




		Rule Name		Status		Description


		Tagged content		Passed		All page content is tagged


		Tagged annotations		Passed		All annotations are tagged


		Tab order		Passed		Tab order is consistent with structure order


		Character encoding		Passed		Reliable character encoding is provided


		Tagged multimedia		Passed		All multimedia objects are tagged


		Screen flicker		Passed		Page will not cause screen flicker


		Scripts		Passed		No inaccessible scripts


		Timed responses		Passed		Page does not require timed responses


		Navigation links		Passed		Navigation links are not repetitive


		Forms




		Rule Name		Status		Description


		Tagged form fields		Passed		All form fields are tagged


		Field descriptions		Passed		All form fields have description


		Alternate Text




		Rule Name		Status		Description


		Figures alternate text		Passed		Figures require alternate text


		Nested alternate text		Passed		Alternate text that will never be read


		Associated with content		Passed		Alternate text must be associated with some content


		Hides annotation		Passed		Alternate text should not hide annotation


		Other elements alternate text		Passed		Other elements that require alternate text


		Tables




		Rule Name		Status		Description


		Rows		Passed		TR must be a child of Table, THead, TBody, or TFoot


		TH and TD		Passed		TH and TD must be children of TR


		Headers		Passed		Tables should have headers


		Regularity		Passed		Tables must contain the same number of columns in each row and rows in each column


		Summary		Skipped		Tables must have a summary


		Lists




		Rule Name		Status		Description


		List items		Passed		LI must be a child of L


		Lbl and LBody		Passed		Lbl and LBody must be children of LI


		Headings




		Rule Name		Status		Description


		Appropriate nesting		Passed		Appropriate nesting







Back to Top
